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1. EFDEFREHATRESIAHE/NEILEO=—HIZDLVT
Two cases of wild small mammals found inside residence areas.
ORINFE (BREX - ¥ - BRE/RE)

2. RMLERBEXRFEHEFLERPREEOHREICOVT
Overview of Department of Veterinary Parasitology, Vietnam National University of Agriculture.

ODuong Duc Hieu (Vietnam Nat Univ Agr)
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Participation of dipterous insects and search for vector in outbreak of teat papillomatosis in cattle.
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Additional records of Ochlerotatus impiger from Hokkaido.
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Survey of Bartonella spp. infection on Hokkaido Squirrel (Sciurus vulgaris orientis) and fleas infesting S. vulgaris

erientis.
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11:00~12:15
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6. Trypanosoma congolense EMF R 57— U452 RNA #& 2 > /Y B TcRBP6 D REREHT

Molecular characterization of an EMF stage specific RNA binding protein, T. congolense RBP6.
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A PCR based survey of animal African trypanosomosis and selected piroplasm parasites of cattle and goats in
Zambia.
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Development of new control measures against animal trypanosomes.
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Use of cocktail-antigen ELISA for the diagnosis of zoonotic schistosomiasis in multiple host species.
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Molecular characterization of Babesia bovis, Babesia bigemina, Anaplasma marginale, Theileria parva and
Theileria orientalis isolated from cattle in Kenya.
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Molecular analysis of risk factors associated with Babesia spp. and T. orientalis infections in beef cattle from
northern and northeastern Thailand.

OJirapattharasate C %, Moumouni PFA?, Vudriko P2, #A%EE !, Z¥d' O $&X - BREHAEL 42—, 2
IR EEX - BREZHER)

13. "UTSTLaNIVEFVRS X b Shiz Explanatum explanatum (Creplin, 1847)D4F
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Molecular phylogeny of Explanatum explanatum (Creplin, 1847) from cattle and buffaloes in Bangladesh.

OUday Kumar Mohanta, #RiE E (BF K- 2 - BEFER)
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Strongyloides stercoralis infection in a patient who lives in Hokkaido without history of emigration from epidemic
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15. LEEEXRMEFEORERR : TIYY LD 3 00F OEBRIZFET S Phyllodistomum kanae DAEER
Helminths of Hokkaido-endemic amphibians: the life cycle of Phyllodistomum kanae, a bladder fluke from the Ezo

salamander.
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Echinococcus multilocularis evades host complement system: the function of E. multilocularis serinprotease

inhibitor family.
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Novel drug development approach targeting fumarate respiration in larval-stage mitochondria of Echinococcus

multilocularis..
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In vivo efficacy of a trypanocidal compound, ascofranone, and its derivatives on Trypanosoma brucei brucei in

mice.
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[SFTSAS At B A TRAET 5 FIEEMEIL ? - BB DA R0 5- ]
OmfTH fd (b A RFIEFERE S - BREWMAEYT)
Will SEFTS occur in Northern part of Japan? Maeda, K.

SFTS OENTDOIR NS 3HENIRD, KA RHMANRHEINTE-

1)
2)
3)
4)
5)
6)
7)
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t b OAETFEZERNCRH S - B/ LR O —
Bz DN T
OE®JINEE (BRI - BR « YR E)  Two cases of wild small mammals found inside residence

areas. Asakawa, M.

—IRIZHAET &I D ORI RATEICEREL 5 X 2EMORIRE b, E LT, REMZRMILEOH A
FMELTINAYAIRA, IvFAIBLVORTFXIRLEOVDW L EFUEENZOLT Y —icug
I, AR TFITHEREA « BRIEABI LD T2 Ok 2 225t i OERE - ISHOMFERRE L T\, LaL, &
T, HELIEX AV YT R A Myodes rufocanus & = + 5 ) % XX Sorex caecutiens /3t ~ DAEILZERMIC
RALT-HGI 2B LTz, 7038, ATkl (2014) TBEREF AN, BHEIIRERZRO T, MHEICFERT
L. MEEEHNIL2014F 12 A, AWREY HICHTTET 2 & 2 iEEPROKE LR TV L LTSN RN T,
T AV XX 1L EEOFBERSEER RO 5T b D TH o7, AL, Zh b SO HEFERN LoD,
T EBMOMGIEE L CTRHT A D RERDNE d ink kst Lz, [SCEk] )12 (20 1AL T P95 &
PR IE T OFN TR SN2V v F 1 X3, HMRE, (336): 31-21.

A AEFEERFERE T E DR OMEIZ SN T
ODuong Duc Hieu (Vietnam Nat Univ Agr) Overview of Department of Veterinary Parasitology,

Vietnam National University of Agriculture. Duong Duc Hieu.

Department of Parasitology of Vietham National University of Agriculture has several missions: To advance
our knowledge of veterinary parasitology, To provide diagnostic support and science based consulting to
practicing veterinarians and industry partners, To help ensure continued advancement in protecting and
caring for companion animals and livestock with industry partners, To provide applied graduate and
residency training to increase the number of trained veterinary parasitologists available to serve the
veterinary profession. All of the domestic animal, avian but not wildlife taught in the DVM program harbor
parasites. Our research interests include the immunology and control of Fasciola gigantica, STH, parasitic
zoonosis diseases, protozoan diseases, haemoparasites and also the molecular parasitology and its
application for developing diagnosis kit and vaccine including purification and characterization of
recombinant protein from oocyst of Eimeria, study on tick and tick-borne diseases in cattle and dogs in
Northern Vietnam, collaboration with WCS (Wildlife Conservation Society) for diagnosing haemoparasites

and intestinal parasites in wild animals.



AFLBAREAE D3I H T 2 A B B OB S & B FEIZ OV T— 2 4E R O R A RS R—
OEEyerk, SRR (HILBEKR « ) Participation of dipterous insects and search for vector

in outbreak of teat papillomatosis in cattle. Iwasa, M., and Shido, Y.

AR AEDPER LT 2 A FLEBANRIE O YR IR I IE AR 72 )3 2\, ASE DR AETERIZ I 1T 5 B0A B B th oo B
B L HNFEICOWTH BENIT D Z & & BT R SRERM B 52T 2013, 2014 4200 2 FERIGRA L7z,
HUZIBIT 2R b7 v BT L - T, 5 FF 31 # 13,069 EROIAE RRPTRESIN, £EDOHILTAHXFY A NS
T 9,752 ETRBES L, RNTZY AT v T 72, F ) XA ADIRE 7. BRI
&, ROV IEIZ L »T5E 27 7 8,565 EARDIME BERDNFESN, 7AFY A N7, JHon iz =
VAT U HTTaBIOY A NS TaPMEL L, BBUEOEESHTOENCETS 1 b O
WIMEHIE, BBHOBERFEDIZ D BN Ry 7 DERFLY Ehoic. B OF RO AT & itk
HMTOTAFY A N7 2OREHORICIEOFBEN A G, BRAFOIIAONL) R MBI, %M 2 AKXV
BRI 2 RI12Z <, FLEEMRE O FAE b Al 2 K12 < 720, WImIEE DL\ EL & FLERMERE D FIE D L\ VLA
—H U7z, FLEEIED A ERR AR, FHEBEIAEIR T 58.73% T, B4 TIX 69.85% & i<, FFIZ 201345
H (80.56%), 4 H (78.38%), 9 H (75.56%), 201445 H (87.80%), 2014 44 H (86.84%) TEir-o7=. 7
FHY AT T ADIRELDL ] & 2 O A % OFLIANEIE DI AE RO R SITBEMES R S, AR,
FLIANESE DA IZBE L Tie b BB FE T 2 WHEMED R S 417z,

LHEE BT 5 X2 A &V ¥ 7 OIBINFE
OfFtH i (& SrEAENFSERT) Additional records of Ochlerotatus impiger from Hokkaido. Ito,

XA XY X T Ochlerotatus impiger 1%, HARTIX 1970 4 5-6 A (ZALHEE K 1L B EB CEEE S = 4h il Ot
WZNHOEE - FUERBIC R VIO TRk (BT ik, 1972), FEAZ MW THE O impiger
daisetsuzanus INRi# S 7z (Tanaka ef al 1979). & DOHRATEORESFITEME T, EHEIE =KD OENSR
2R SBHHFRAAEAERICBWTH 204 & /L2,
13 2009 4 5 A HUINET BRI OB FHEIRIT < OfER 1100m ([2dH HK72E D TREES R 2 REL, FHPML
RRHGK) 50 fERIE & 257, BREEGITIE, &SN SAREHR L R U TES DOKIZED THDH EBZD
Niz. 72k, e ¥ IX~ Y7 0 OYRLEHLE T dH 2 FUINETEVEEE (B 920m) LBEENRI O R 750m #s T,
AEERETE o7, ThHDZ EX, AEBHAATERFLUOSESICER> TEET2HPDETH D
(Tanaka et al. 1979) Z & & LFFL T e, &2 AN, 20144F 5 H, FAENELAEROERROKZE Y
(FEE) 48m) (S CAMES M 5 AEEZEHEL, 2D 1ML L. S 5I2 201544 4 A, AFTEHKEE R
Sm) DWF AT < DRI E 0V THHm 2 ERAERE Lic BRCHLE). RIF - AR omEE S & b 2015 4
5 HICHRI LT22s, BIMERZRL Z X TERhoT.
OIS BAEAR T, FERAIERSI L N comb scales DIEFENAVMNZE L —E L7272, BEINREIIRE
KRp-oTHEY, &LICAFFRFERITE < 22 DBHERES TON T A HIRCH 51 Bb b T AMILS £ ¢fF
BIVTWARD o Tz, AFEOBIZOWT, SHOHERCMMEORNEZ S SICHBET 2LERH L EEX LI
7.

10



YV RABIOZEOEFLE IO/ bR T EMEORARIHEE
OfaA mRES, W Hz, )l i, 88 37 (K - BRRERE FHFSEE ) Survey of Bartonella
spp. infection on Hokkaido Squirrel (Sciurus vulgaris orientis) and fleas infesting S. vulgaris erientis.

Matsumoto, K., Tanaka, M., Ikegawa, A., and Inokuma, H.

[H5L BI] S0 h2 Z BB I AN BRI BEIYEOIRIRIR CTH Y, / IRV =N T2 EEZ ATV D.
—J7, =YY ZFAGBEEICBWT, RO ANCHERBEBYO 1 SOTHY, 2HO/ JITHFESNTND Z LR
bhroTnD. 22T, =YV RALZOFE JTHONT, »b b2 Z BMIEORAROFE LT o7, [ME
EHE] vy == R T v ICR VSRR Y Y A, BROREEFRIC L EIR ST ) RBEKND,
mig, mef, Mg, X O0FE IERBMLE. 2 b Ok, S DNA 2t L7=%, SV 327 B rpoB #
BFZRA L LIZPCREFEM LT, £, —ED /7 IWED DL, XTC-2 Mz FV T v b 7 @il E O 4y B2
A, EREER] VY 2 26 HERB LV I 1656 LA L, PCRIZHW=. / 2 OWRIL, Monopsyllus
J& /7 X 1108, Aenigmopsylia grodekovi 45 T, Ctenophthalmus)® / X 1B T ->7-. PCR #{T o /= fk R, =
U201 (0/19) 3 XOWE (0/5) 13 TRMZ 722, /7 I T 7.1% (11/166) 2EtEZ R L7z, Bitks
RUTZ/ I LT Monopsyllus & Th -1z, S5, =YY X5 AN 7 2 22 ILEEIL, BRI AV &
A, 1 IR CEMAENS LN, 16SrRNA &{a T OELYIIX, Bartonella washoensis & 99.9% % L 7=

(1341/1342) . KRB OFE RS, =) AZHEL CWD Monopsyllus J§ ./ 2 13730 b 32T BlE 2184 L
TRV, TS B washoensis TH D A[REMENRENTZ. LLARB S, A IBBEE R LY U 2A1DE
1%, 2V R ZRMEIIRE ST, 2LV ERFBMEORAE L LTOTY Y ZDRENIRHATH 7.

Trypanosoma congolense EMF A7 — UREE) RNA 5 & % > 737 & TcRBP6 OFHefE#HT

OB EREf 1, Marcin Jalalski2, [LFi#t 3, (L5 1, WEAE R, HE H1 (V&R ik
JEFgE L & —, 2 2 2 A F —RKEE, 9K NERF) Molecular characterization of an EMF stage specific RNA
binding protein, 7 congolense RBP6. Suganuma, K., Jalalski, M., Yamagishi, J., Yamasaki, S., Kawazu, S.

and Inoue, N.

77U NI Y=< BERAT — VR RIEG FHOZBUE, mRNA © SAIGERRER (3UTR) &, £ZIT
AT 2080 RNA RS /)7 8t (RBPs) T S5 RNA-RBPs AR & - T, 5% B Tl
SN TW5. RBP O T Trypanosoma brucei RBP6 (TbRBP6) 1Z7nu¥+ 7V v 7AlHmK (PCF) b
B A7 ¢ 23— MoK (EMF) ~OREAT—VEBICHEETHDI ERESIN TS (Kolev N. G. et al,
2012) . = Z TABISETIE TbRBP6 4 /v Y 11 7 T congolense RBP6 (TcRBP6) & EMF ~D¥E AT — V2
WCRIETHELZP LN T 572D, TCRBP6 ORHENHE & RNAEGRROMNT 21T o7z, FTvZ=RZX 7y b
57T TcRBP6 038 SLBIRE 2 T L 7246 H, EMF 455912 TcRBP6 OB ENE K L TWVD Z ENH LM -
7o, F WO HURIE TR RTE 2 T L 785 R, EMF OMIEIZREL TV I ERPALNE oz, S
512 RNA ffE ke © TCRBP6-RNA &R 253 L 7= /5 R, BiEay br— L L CTHEIZE VWV RNA
sz, U EOREFEN S TeRBP6 11454 L7 mRNA ORI RAFRRICES LTS B2 NS, 5%
1% TcRBP6 (Z#EA T %5 RNA T F— 7 OFEREITH> TETH 5.

11



7 Trypanosoma congolense EMF (ZE1} 5 ~EF 7 1 B U BUAKRZ /37 'E TcEpHbR OFSREFEHT
OWIgEsTy, B, FEdE—RE, BILEFR, HE F (&K - BRI #—) Characterization of a
hemoglobin receptor (TcEpHbR) in 7! congolense EMF. Yamasaki S., Suganuma K., Kawazu S., Yokoyama N.

and Inoue N.

TV MY = TEEAEDIE RSN T DN LEAMREEZ KB LTS, OO AEFITY
BN LIEEDP S DBOAGLIEAFE L TWD A, T OEICBET 25 RITZ L <, FRTY = = TR TD~
LFGALEIEIIRIATH 5. AFIETIX Trypanosoma congolense (Te)DY = = NTENAT—V THDHTE
~ AT 4 D= MNUEMPICBIT 5 ~LBOAR K X7 EE LT, #EfRl~E/nberHD)LE T Y —Th D
TcEpHbR % [FE L, & ORBURN L ORI 21T o7, v A X2 7oy MEEROMBEEEIURIEDOREE,
TcEpHbR (X EMF FF8RAICHBL L, MILB L OB REEICREL T, KRBT 7 XE EBIEIC LY
TcEpHbR [FiEEER Hb & RANCHES L7z, & 512 Te £ E AT — PIF R %2 W THOLERE Hb 0 BGA Z AT
17\, Te MR Hb 2 BUATrDIL EMF OATH 5 Z EEHLMZ LTz, LRI S, TcEpHbR 13X Te
EMF (281 2l Hb L& 7 % —Tbh 5 LfEmmSiF 2. £ 725 TeEpHbR T/ 7 v —J /LR (mAb) 2 /FHL L,
mAb RINZ & > T EMF I[ZHIfaZEMER B & Z SN 2B 2 MR L. £%13 mAb 12 L5 EMF HifaZstt o )R
RAEHRD & L Hig, EMFICBIT A~ E 7 v BV ORGAA - (REEHEEZH LML T TETH S.

PFoETICBITF LIV BLIRYED X)) V—<iFB LU0 75 X< IFiR IR T4
OLVv T Xy E—&—, EHEE, MERE, L J SR JRRFENEE > % —)APCR based

survey of animal African trypanosomosis and selected piroplasm parasites of cattle and goats in Zambia.

8

Musinguzi, S. P, Suganuma, K., Kato, S. and Inoue, N.

We screened 472 cattle and 53 goats in Zambia for the presence of African trypanosomes (7rypanozoon, T
congolense and T vivax), Babesia bigemina and Theileria parva using PCR assays from the districts of
Chama, Monze and Mumbwa. 39.4% of the samples tested positive for at least one of the parasite species. 7
vivax (19.8%) was the commonest and significantly higher in goats than cattle, (p value <0.05). B. higemina
was found in samples from all the three areas making it the most wide spread of the parasites. 10.6% of the
positive samples were mixed infections. According to the areas sampled, there were significant differences in
the 7 vivax infection rates (p value <0.0001) with Mumbwa having a significantly higher infection rate of
39.6%, Th. parva (p value <0.0004) with Monze having the only cases and B. bhigemina (p value <0.0001)
with Monze having a significantly higher infection rate of 40.5% and no trypanosome infections. There was
significantly lower PCV% among the cattle with mixed infections compared to the others. The presence of
mixed infections among the cattle and goat populations is of both clinical and economic importance to
livestock farming. The absence of trypanosomosis among the samples collected from Monze shows that
vector control can cause a significant difference in the disease status which can directly translate to
improvement of the livestock sector. Therefore country wide parasitic disease prevention and control

programs need to be instituted to improve the livestock sector in Zambia.

12



B R X Y —IEREEOBRER
OV 7= UHT 4 A0, BHE, HE H FEKX - FHARFIEE L % —) Development of new

control measures against animal trypanosomes. Molefe, N. 1., Suganuma K., and Inoue, N.

Animal trypanosomosis is a parasitic disease causing serious economic losses in the livestock reproduction,
affecting a number of countries in Africa and Asia. The treatment of trypanosomosis is based on a few, toxic
and expensive compounds that were discovered many years ago. New, accessible and less toxic drugs are
urgently needed. The current study is aiming at testing various compounds for the trypanocidal effects on
T congolense, T. b. brucei and 7. evansi. This study was initiated with the in vitro testing of 8 compounds,
artesunate, pepstatin A, melatonin, triclosan, nerolidol, azithromycin, 2-hexadecenoic acid and curcumin on
the trypanosomes. Artesunate, triclosan, nerolidol, azithromycin and curcumin showed some trypanocidal
effects on 7! congolense with the ICs0 (mean in pg/ml + S.D) of 10.67+6.50, 1.93+0.86, 2.07+0.41, 0.19+0.17
and 1.36+0.31, respectively. The ICso values for trypanocidal effects of these compounds on 77 b. brucei and T
evansi were obtained as well. Cytotoxicity effects were tested on the MDBK and NIH 3T3 cells. Artesunate
was toxic on both the MDBK and NIH 3T3 cells with the ICs0 (mean in pg/ml = S.D) of 0.86+0.15 and
0.05+0.08, respectively. Azithromycin showed no toxicity on both the cells with an ICso of >25 png/ml and
calculated selectivity index values of >125. From the current study thus far has shown azithromycin as a
possible compound for the treatment of trypanosomes, however, further tests such as the transmission
electron microscope examination of treated parasites to analyze the mechanicals of trypanocidal activity as
well as the in vivo tests using mice are needed. Triclosan, nerolidol and curcumin will also be studied for

further tests.

#1177 NVHUR ELISA % H 72 B A W BUiE 2 Wik O

OKharleezelle J. Moendeg!, Jose Ma. M. Angeles!, %~ 2, Lydia R. Leonardo*, KA 3,
Elena A. Villacorte4, Pilarita T. Rivera4, Jf bk H 1, FHilfE— 3, JHE 81 (V #E K - BURFBEIIGE Y v & —,
2 HK - RS, Y BEBERK - BUER A AR, Y 7 4 ) B REY =T - AREATFE) Use of
cocktail-antigen ELISA for the diagnosis of zoonotic schistosomiasis in multiple host species, Kharleezelle dJ.

Moendeg, Jose Ma. M. Angeles, Goto, Y., Lydia R. Leonardo, Kirinoki, M., Elena A. Villacorte, Pilarita T.

10

Rivera, Inoue, N., Chigusa, Y. and Kawazu, S.

The zoonotic nature of Schistosoma japonicum suggests the need in developing a unified surveillance in
multiple host species to strengthen schistosomiasis control. Among the animal reservoir hosts, water
buffaloes and dogs were considered to be important in the transmission of schistosome infection to humans.
Previous studies showed that recombinant antigens like thioredoxin peroxidase-1 (SjTPx-1) and tandem
repeat proteins (Sj1TR, Sj7TR) were good diagnostic antigens in humans, water buffaloes and dogs. The
present study aimed to test the diagnostic potentials of different combinations of these recombinant
antigens in a cocktail-ELISA using samples from the three host species obtained from endemic areas in the
Philippines. Compared with the individual diagnostic potential calculated for each of the three recombinant
antigens used, their combination showed improved specificities, positive predictive values and kappa values.
Cocktail-ELISA with the combination of SjTPx-1/Sj7TR/Sj1TR has the highest sensitivity in humans
(84.1%), dogs and water buffaloes (80%) and specificity (100%) in all host species. The results of this study
indicate the potential of cocktail-ELISA in improving the zoonotic surveillance of schistosomiasis in multiple

host species.
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11 TZT DYV GEESNT AR T TF T T A BRI OZ A VU T RO 51T
OPaul Franck Adjou Moumounil2, Gabriel Oluga Aboge!, FE-HF=ZLAl 1 $HARZLE L2, X 4
V(0 HEBEK - FEEIEE 4 —, 2 IRHEK - BREZFSEED Molecular characterization of Babesia bovis,
Babesia bigemina, Anaplasma marginale, Theileria parva and Theileria orientalis isolated from cattle in
Kenya. Adjou Moumouni, P.F., Aboge, G.O., Shirafuji-Umemiya, R., Suzuki, H., and Xuan, X.

The molecular characterization of tick-borne pathogens provides valuable epidemiologic information
required for the design of diagnostic and disease prevention tools. Unfortunately, data on tick- borne
pathogens in Africa are scant. In this study we aimed to analyze the sequences of B. bovis, B. bigemina, A.
marginale, T. parva and T orientalis isolated from cattle in Kenya. The pathogens were detected in two
separate farms located in Ngong and Machakos districts. In each farm, three samples positive for B. bovis, B.
bigemina, A. marginale, 1. parva, or T. orientalis were randomly selected, amplified, cloned and sequenced
for genetic characterization of B. bovis spherical body protein 4, B. bigemina rhoptry associated protein 1a,
A. marginale major surface protein 5, 7. parva pl04 and 7. orientalis major piroplasm surface protein
(MPSP) genes. Babesia parasites and A. marginale sequences were conserved while 7! parva and 7.
orientalis were polymorphic. Cattle-derived 7! parva was detected in Machakos farm; however cattle and
buffalo—derived Theileria were detected in Ngong farm suggesting interactions between cattle and wild
buffalos. The 7. orientalis identified were classified as MPSP Type 3 and MPSP Type 5. Generally, the
tick-borne pathogens detected in Kenya were genetically related to the other African isolates and distant
from isolates of other continents. The current findings shade a light on the genetic diversity of tick-borne

pathogens in Kenya and reaffirm the need to include wildlife in disease control strategies.

192 Z AL LOIETORAFIZHBIT IR TBIONY A LY TGO Y 27 7 57 7 X —fight
Odirapattharasate C 12, Moumouni PFA 2, Vudriko P2, $§ K% 1, Z%m ! (V #& K - JF R
WigEt o 2 —, 2 I BSE K - BREEZ2HFFE8L) Molecular analysis of risk factors associated with Babesia spp. and
T orientalis infections in beef cattle from northern and northeastern Thailand. Jirapattharasate, C.,
Moumouni, PFA., Vudriko, P., Suzuki, H., and Xuan, X.

The objective of this study was to evaluation the risk factors associated with Babesiosis and theileriosis at
farm level for identifying effective prevention and control strategies against above diseases in Thailand. A
total of 329 blood samples were randomly collected from beef cattle in 6 provinces from northern and
northeastern part. All samples were detected for Babesia bovis, B. bigemina and Theileria orientalis using
PCR methods. Animals were grouped based on PCR results and categorized as positive or negative for the
parasite infection. Exposure variables were analyzed to determine the risk factors associated with the
occurrences of the above parasites. Multivariable logistic regression analysis revealed a strong association
between the occurrence of babesiosis and previous history of tick infestation (OR=4.9, CI= 1.3-18.9), cattle
sampled from large herd size (OR=3.2, CI=1.5-7.2), communal grazing (OR=3.0, CI=1.1-7.5) and lack of tick
control program (OR=2.6, CI=1.2-5.2). The multivariable analysis showed the lack of tick control was the
major risk factor (OR=3.8, CI=1.9-7.6) for 7 orientalis. In conclusion, lack of tick control program was
universal risk factor of the occurrence of Babesia spp. and 7. orientalis infection in beef cattle in northern
and northeastern Thailand. Therefore, improvement of farm management practices and routine tick control

would reduce the prevalence of TBDs in Thailand.
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NTTFTaDTVBLOAL ¥ 2 ULy S N7 Explanatum explanatum (Creplin, 1847)
13 s ramuembr
OUday Kumar Mohanta , #38 [E C&FK - & - BR[E %74 1) Molecular phylogeny of Explanatum
explanatum (Creplin, 1847) from cattle and buffaloes in Bangladesh. Kumar, U.M., and Itagaki, T.

FExplanatum explanatum amphistomes inhabit bile ducts of domestic ruminants causing severe liver
damage through intense destruction to the epithelium, and induce gnanulomatous nodules infiltrated by
numerous inflammatory cells. Huge numbers of flukes were collected from the bile ducts of cattle and
buffaloes in the slaughter houses of four different agro-ecological areas of Bangladesh, namely, Bogra,
Khulna, Sylhet and Mymensingh. Unfortunately, molecular properties of £. explanatum from Bangladesh
still remain unclear. Therefore, the aim of this study was to unravel the molecular properties of £.
explanatum by analyzing ITS2 sequences as well as nadl gene sequences, and also to infer their
phylogenetic relations. Among the collected flukes, 2 flukes from 33 animals (7 cattle and 26 buffaloes;
n=66) were subjected for molecular studies. The ITS2 sequences yielded 2 haplotypes where 64 flukes were
identical to ITS2 sequences deposited in the GenBank while only 2 flukes had one nucleotide substitution.
The flukes from Bangladesh were thus identified precisely as F. explanatum by their identity in ITS2 region
to those in the GenBank. On the other hand, nadl gene sequences of 66 flukes constituted 30 haplotypes. In
the reduced median network, all the halpotypes, irrespective of the host involved and localities of sampling,
were distributed from the two founder haplogroups. This hyper-variability (1-6%) of . explanatum flukes in
nadl gene prompted us to analyze nadl gene sequences of the flukes from other neighboring countries,
which may further contribute to better understand the phylogenetic relationships of £. explanatum from

Bangladesh to those from other countries and also to other amphistomes.

1958 LUK 5T 2.5 V) OALHEEIZ 51T 2 FEik HUE B

OXH £, KiF 22 BR W63, BBHBALRES, Jul 1523 O /INEKTRHFHEEE - a2
B, 2/ NERTRF TR - BRI, 8 EIG K A %) A case report of Strongyloides stercoralis infection
in a patient who lives in Hokkaido without history of emigration from epidemic area. Ota K., Ohashi I.,

Nagayasu E., Hino A., and Maruyama H.

R RE IR THI & OB(EFE P E AN Z R E JUN L 0 AL TITHRE B 7200, AbiE s Co B, o ElT
JEN—G) 228D T E AL T0 ARz M D #HE IE A IR L7z,

JE BT IE R T b ALHE H & . M MAZERE O ERREEAT > TV, RIEVD AR5 e OBENC T
2 2 £ U, B X 02 A0 L T, B XOBERICEERPIER LoD AR 21T > 7.
ABEREFRIEIE I CTHESR A58 © MRS HEIE S h, BENS VRO B R ToOMEZRIIRETH Y, 3
HE2 %M L ClEEFREZITOREZENICE 72, £/ HTLV-1 51K CTh - 72, HEAR TIZATLIC L 55K
RSO AR HUE IZ B 4~ 2 IR ERIZIE IR O M o 72, A~V A 7 T 12 mg% 1 HMEIZ 2 FINAR X EER R
L7, BalHIz i basiERIT e < e o7z,

1958 D2 HIZ X HIETEEE OFHR BIE 3 HlIE, WIN bES COIRERER & > 72, 2014 FI2EH)1 513 00-13
FEORFIEFIHRE 80 Hlz st L <, EPNEEFIXIEIET X TINUEOHEE TH D &Mt T b, AHl
b R ERECFIEIE 2 RPN HE R L7223, FifTH & ORI /e o 7o, S HICIUN, MERES & 1T R 5 Ea 18
ThbHZENHALTIY, JbiffE 55 O BUiE Th 5 rrREMEA RIR STz,
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AMEEIERFAEHO TR . = v a v A OBERICHET D Phyllodistomum kanae O
&5
OFRE % (JEJIIE KXK) Helminths of Hokkaido-endemic amphibians: the life cycle of

15

Phyllodistomum kanae, a bladder fluke from the Ezo salamander. Nakao, M.

AR OE FEHRIC AT 2 (LA RRTE TV AMET S 7, IR TALEETE R 22 & ONIH SR F AR O %
ARHEFREL TS, BEETO L ZA, A CIIIMEECHICHFAT HBEIIR R S TE 67, Bk,
O 2FENTEIN TS, T4hbb, =V 7Tz nb0 Polystoma sp. (Monogenea: Polystomatidae)
LtV v a v st O Phyllodistomum sp. (Digenea: Gorgoderidae) THh 2. EH 5 615 EHRFFIMEIZRY
LTI 2 AT v U 2 T, 28R (18 i) 132 < v, BEH OWR RI3HE Phyllodistomum kanae
L LUTHRRE Lz, A, Ay U X MRSEOBERZED 72, P kanae DTG ORI LRSI, Z 0k
HUTHATET ORI VORI E Y THE L= Vo v a UL REN LB TRR SN, 2 ZI2iEA A
v AVYIMNAERL, P kanae DF—THRIGEEL o T e, KERBEZE FHEELMEELT, KEED
CAEBRTD YA - bETT - T U REDHREZRE LS, TR ST, & 255, RgEoH v
a U UANEDRE L B D P kanae DA X BN IV T EERICKRNTE 2. ZOFRANS P kanae DATE
BRELT, 1) vAYYIsHryavud E b)) |, 2) AV VI ryavoudghtEsyova
U AR, OZODFERRE b, 1 OHEIE, Yy a vy g4 K ECBIEIC T RAE S, Sk
DS bRl LTSRS D & A RITENABE L TRBIZRD2 EWVWIRKTHD. 205E1E, A RITEY,
L7cth oo a oA ERELUZEICHOY v a U0 AIEICIEE WD SN TR O Tl iz 5 &
WHRETH S, FEERCTHR L2THIER L2V, WL Th R =— 7 2 AR CfF BRRMIEN
RN THD5 L.

Za s EOMEIELEE2LET 2 —2aht ) v e T 7 —8BS e EX —DIE b E —
Offex KEifir, 8 BZ (EJIPER) Echinococcus multilocularis evades host complement system:

the function of £. multilocularis serinprotease inhibitor family. Sasaki M. and Sako Y.

2l MG EOMARIC X D HIBRE S & [BIRE L CHEGE T 5 LW 9 28 (Ferreira et al. 2000) , =D A 1 =X A%
R ThH 5. MERITITHIRE, REREBLIOL I FURKED 3 SORKRGHH. EFIELEERIND 3
DD HH EORKEEET DD, MAEMRIEX v M &AW TR~

ER e MBI ERSWY T B A TSSO BMEIEZHIET 5 &, EFMEORORE &
e L CTRERRIE & L7 F iR D MAC BEAED 30%L FICE TR T L7z, 2 0% Ay OGN 4 %
TORNDERFDLVIDITEIROLAYL LY., HLIFTNAHRI v~ v T 7 4 —IC L VB LN THEPG
PG EE o Fa PR L Tl

ZORNCH 9 WE MK ZkD THDE, ) 7aTT7—87 7 I U =S TOREHEERE NI LICK
<. AR EY 7T T —EA B EX— (serpin) &b h, THEMH > THEEEZHEL TWDHOT
X720,

ZEABRDT ) ABLION T AT Y S h—AT —HBABRENTWDE=H, ZhEFHL TEEH serpin 41
ERR L. 758, WEEHO serpinEmu Merckelbach et al 2003) 12z, #7722 20D serpin 7 7 2 U
= TEFRA L. oMK, RESIZOWTHITEZIT>o T3
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Echinococcus multilocularis (larval stage) X ~ =12 KU 707 < LR 2 SRAIERY & U 728 A

FEHIBHZE

OFEMGEEMR 1, &S =)L 1, KRS L, SOuHE 2, AL R 3, F0H— 3, JURIRTE 3, JmA
iz 4, db ¥ (V BUKEE - = - AEWERE, P BLAITK - B4 - 43R, 8 LR - fAEEY, ¢ S EORRE - T -
b5 « A%I5H ) Novel drug development approach targeting fumarate respiration in larval-stage

17

mitochondria of Echinococcus multilocularis. Enkai, S., Inaola, D.K., Oomori, J., Sakamoto, K., Irie, T.,

Kouguchi, Y., Yagi, K., Saiki, H., and Kita, K.

o x 1% Ascaris suum (A.s) <° Echinococcus multilocularis (E. m)IZBW CTEBAREREE T CHAKRI L EAK
N7 LR &1 %5 NADH-7 < /L igis % (NADH-FRD) 23 EE) L, = 2 CITEAIRINIH LI 2 & o 7 A 5P
MO anyBEBEACOY RIS TH D F /) —-7 < A giExi# (QFR) & U THREL, TR BIEDZ—7 v |k
ERDIEEFLNILTE ., EHICEARIOERTH 5 quinazoline 23553 RIZIBWT E. multilocularis
OPREFRBT DI L ER LTc. FZTROARAT v 7 & LT E multilocularis  NADH-FRD O KGR TH 5
BAERNEMQFR) Z R RIICIHEL, =%/ 2 v 7 ZIEOIRIRICH LR ) — MEAMIDO R 7 V) —=2 7 %2R A
7o, YIFRETHETOX /) VEEAEMIIES O T A 77V =2 AN THERI har KUY 7O EmQFR 2k
HIRESREZ BT Lz & Z 5, Ferulenol K O Ascofuranone(AF)72 EmQFR % R B ET 252 R L7,
B2 AF 12 EmQFR (25 L TIZ ICs0 23 1.1 UM C, 74 SQR IZ%F L Ci 250 UM & 227 5D m O IR %
RLUTz. & ZCAF FHEROF 125 f8¥E % AV T EmQFR (2% A TG MEFE BT 217V, PLEIC M 7 i
e ~Tz. T OREAR, ICs0 2% 0.1 DM Hiif% T EmQFR 2 P L, BHIEDS 2,300 £ % 779 AF #5446 2 15
L7z, &6 7 V== 7 %D 5T T, EmQFR % ICs0 690 nM TRHLET 27272 % ) A AL EH 2
R L7z, 2 b0 AF BB & BL AWML E. multilocularis D533 CTHIMWBRBN RN H 2 E03 1 - 72,
S BT in vivo TORREMERT 2 72 OITERGIG W FEBR AT o 7. AF O BEMEE TILy A MEAOBEIEGEE® ©
Nighotz. L, YA MEM AR L7z BALBle ~ 7 21Zxt LT AF L HBULEY & OO K OFHULEY)
HM OB G%2 8 AT oL ZARIBHDO 2 ba— LR L i U CIRRRE TS X b OIBRR® Hiv/ed
Sl ZOFHULEME RS U AF FHEECBEFEOBRBIE L T2 2 & TH LWIEANRROEDHIT 5 & &
ALY (W
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X h =2 RV 7HE3E Trypanosome alternative oxidase % 3EAMERI & L7zPL bV X VY —<FKT R 2

77 7 B L OEOFHERD Trypanosoma brucei brucei &4~ 7 AT EIT B IREHE

PR T Y, SROFREAE Y, AR 2, BHENS, HE H73, Odh 8 (V BUKBE - 5 - AW, 2
BEUREE « T Ab% - WIS L, 3 HiE K - JHBRTZE© o % —) In vivo efficacy of a trypanocidal compound,

ascofranone, and its derivatives on 7rypanosoma brucei brucei in mice. Tsuge, C., Kido, Y., Saiki, H.,

18

Suganuma, K., Inoue, N., and Kita, K.

77U A MR —<RElX Trypanosoma brucei DEYIZ L - THI X Z &, 1B L7221 UE 100%5EIZE
DEANBYIETHD. T7 VI N IR Y —IEICED R EERNIRAEREE L ERIN T LT, #nb
ITRA2EER 25 &2 L, SOICHHERAHEE L CWD, L2 -> T, BIERA D20 R3O N A
BThb.

HEEENICE T D YR Y=<l o= VX —FEAIE, EICHERIEFELTEY, ZOMRERICEBNT
B E|ZHH > T D D)3, Trypanosome alternative oxidase (TAO) T#» 5. TAO 1% b= N U TICHFLE
T HRGBCIFERTH Y, NN Y =< DELFITHIERT R INDIEETH DIFHEDITIIFE Lo, B
TR IRANER & B 2 bt T .

Fx T2 O TAO 1HMHEZIEFITIKIRE THET 5 Ascofuranone (AF) % R L, & OFEMREE & KIGEIZIH
SET7AHE R TAO, B LV in vitro 5B R E W2 ERIC LY, MEEHMEEEZ A 52 & UTE 72, Bl sEHI5E
T in vivo GBI T T IVICIB T DR OBRENMHATH 5. £ 2T TANETIE, ROAT v 7L LTAFS
FOFHERDOE e~ 7 2B DIRE T2 T LT,

Balb/c ~ 7 AT T b. brucer #EY: S+, AF B X UOFHFEROBEKZ 1 A 1 BIEEARE LZEh 6 OREDRE
Mt L7z, Wi L0 [N U 72 R i iR 2 AV ORRIMER il P O o F 2 EZ2 L, &54&T7#% 60 HIH
MR B AEER SN o 7o b D& 5EE E LI AR B X O OFHEIRIZ L D T b. brucei e~ 7 AZE T
DIRFNRE R LIRS, ZhoopThled &b 4BEOLEMBRBERBER 2 RETRYE~ U X & 5%
REHTz, £722< O AFFHEIKRIL T congolense \ZHHNThH 7=, LEDOFERIY, Zhb AF L ZOFEK
IO CTHERFHIL N N Y —< i Ch b LB bND.
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